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BACKGROUND

The water environment plays a prominent role in the spread of antimicrobial resistance (AMR). Water discharges from hospitals and animal farms have been
identified as hotspots harbouring antibiotic resistant bacteria (ARB). However, due to inefficient removal or leachate, these ARB can be further transmitted via water
bodies, including river used for drinking water and hygiene purposes as well as recreational activities, posing risks to the community. Despite surveillance efforts of
AMR in Malaysia targeting clinical and agricultural settings, monitoring of drinking water system (DWS) has been neglected. AMR is not yet listed as a parameter of
water quality in the National Drinking Water Quality Standards (NDWQS, MOH, Malaysia). Thus far, the WHO has set standards for reducing fecal contamination in
drinking water, by using E. coli and coliforms as key indicators. WHO tricycle protocol has also identified ESBL-E.coli as a common indicator, which may not be
dominant in water bodies unpolluted with faecal contamination. Studies from other countries have evidenced the presence of ARB in drinking water supplies such as
the UK, the US , and China. In Malaysia, evidence of AMR in drinking water system is still lacking, indicating an urgency for public health and its importance to direct
the policy makers towards achieving Sustainable Development Goals (SDGs), particularly SDG 6: “Clean water & Sanitation”, and SDG 3: “Good health and well-
being”. Therefore, this cross-sectional study aimed to address this gap by providing evidence on the prevalence of AMR in Malaysia's drinking water systems.
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 This data can guide policymakers to integrate AMR in the Malaysia's
drinking water surveillance, to reduce or eliminate the contaminants
from entering our drinking water system.
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